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Gene List Correlation (S2N) Profile
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p—values vs. NES

I
14000

1E e
n . ] I' [ |
t = L !
i .
g i
- .
" L |'
‘ ® Nominal p—%u.e
¥ FWER p-valye
- = FDR q—valuc:
] e B
- a - ]
.s .l-...
:‘_- T
am = nmms B
I I I I I
-2 -1 0 1 2

P(NES)

0.000 0.005 0.010 0.015 0.020

—-0.005

Global Observed and Null Densities (Area Normalized)
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